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linear Bayes models, disease mapping, 2217 
linear discriminant models, unbalanced longitudinal 
data, 1969 
linear mixed effects models 
spatio-temporal mortality patterns, 2251 
unbalanced longitudinal data, 1969 
linear mixed model 
covariance structure modelling, 1793 
longitudinal Alzheimer’s disease, 1617 
unbalanced longitudinal data, 1303 
linear models 
acoustic rhinometry reproducibility, 1179 
longitudinal studies with continuous outcomes, 
1339 
randomized clinical trials treatment effects, 1849 
linear parametric models, continuous covariates 
modelling effect, 1831 
linear random effects model, Alzheimer’s disease, 
144) 
linear shrinkage factor, prognostic modelling, 1059 
linked micromaps, 2521 
lip cancer 
Bayesian disease mapping, 2579 
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disease mapping, 957 
posterior predictive model checks, 2377 
spatial model selection, 1915 
liver cirrhosis, multi-state models, 587 
LMS method, age-related trends, 697 
local likelihood estimation, right censored data, 405 
local linear regression, dose-response data, 389 
log odds ratio 
exact sequential tests, 3051 
meta-analysis, 3251, 3417 
sequential randomized trial, 3389 
treatment comparison, 1115 
log odds ratio regression, saddlepoint 
approximations, 323 
log relative risk 
generalized synthesis of evidence, 3359 
proportional hazards model, 3309 
log transformation, cubic smoothing spline models, 
1191 
log transformed data, symmetric percentage 
differences, 3109 
log-likelihood 
disease mapping, 2539 
generalized linear model predictive power, 1771 
log-linear models, 801 
Bayesian accelerated failure time analysis, 221 
malaria patients, 1931 
matched case-control data, 35 
spatio-temporal interaction, 2015 
log-log survival plot, multiple comparisons, 353 
log-normal model, cognitive tests reliability, 1411 
log-normal survival models, Bayesian accelerated 
failure time analysis, 221 


log-relative hazard, logrank test covariate imbalance, 


1955 
logarithmic scale, bioequivalence, 2769 
logistic latent class model, 35 
logistic models 
attributable risk confidence intervals, 1089 
prognostic factors with censored data, 601 
logistic non-parametric model, continuation ratio 
random effects model, 3377 
logistic regression 
biomarker trajectories, 1303 
birth weight, pregnancy risks, 239 
cluster randomized trial, 2675 
dose-response data, 389 
missing covariate values, 1237 
mixed models, messy longitudinal data, 2657 
multiple imperfect assessments, 99 
prognostic and diagnostic classification, 541 
prognostic models, 141, 1059 
randomized clinical trials treatment effects, 1849 
saddlepoint approximations, 323 


scoring systems, 575 
two-phase sampling, 1545 
logit models, treatment comparison, 1115 
logrank statistics 
cure rate models, 3023 
multiple comparisons, 353 
logrank test 
covariate imbalance, 1955 
interval censored data, | 
logspline density model, interval censored data, 261 | 
London School of Hygiene and Tropical Medicine, 
3165 
longitudinal biomarkers, disease onset, 617 
longitudinal cross-cultural study, data management, 
1645 
longitudinal data, (Letter) 1821 
Alzheimer’s disease, 1401, 1433 
with continuous outcomes, 1339 
follow-up waves spacing, 1567 
generalized linear models 
goodness-of-fit, 1265 
residuals analysis, 1277 
linear discriminant models, 1969 
mixed effects models, 1617 
multiple regression modelling, 83 
quality control measure, 1339 
randomized clinical trials, 2657 
sample size, 205 
smoking and drinking interactions 
transitional model, 71 
with truncated observations, 2975 
unbalanced, latent class mixed model, 1303 
longitudinal rate of change, Alzheimer’s disease, 
144] 
loss to follow-up, barrier methods, 71 
Lou Gehrig’s disease, incidence density, 1039 
Louis’ formula, proportional hazards model, 3309 
lung cancer 
messy longitudinal data, 2657 
proportional hazards model, 3309 
risk of smoking, 2185 
space-time mixture modelling, 2333 
space-time variation, 2555 
spatio-temporal interaction, 2015 
triple-goal estimates, 2295 
within-area distribution of confounders, 45 
lung disease, birthweight relationship, 937 
Lyme disease, diagnostic tests comparison, 649 
lymphoma, prognostic variable categorization, | 13 


malaria 
log-linear models, 1931 
meta-analysis bias, 3325 


Mann-Whitney test, messy longitudinal data, 2657 
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Mantel-Haenszel estimators, treatment comparison, 
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Mantel-Haenszel odds ratio, meta-analysis, 1707 


marginal estimates, conditional models, 801 
marginal maximum likelihood, differential item 
functioning, 1651 
marginal models 
bivariate survival, 563 
cluster randomized trial, 2675 
generalized linear models goodness-of-fit, 1265 
paired organs, 525 
tumour response and survival, 837 
marginal quasi-likelihood, meta-analysis, 3417 
marginal survival functions, permutation tests, 2963 
marker-based estimation, time since seroconversion 
estimation, 1753 
Markov assumption, transitional models, 71 
Markov chain Monte Carlo 
age at menopause genetic analysis, 1217 
age-specific incidence back-calculation, 281 
disease mapping, 2493, 2539 
fertility studies, 665 
foetal loss familial tendency, 2147 
HIV infected individuals estimation 
identifiability and convergence, 2279 
inference on a collapsed margin, 2243 
meta-analysis, 3497 
probabilistic small area risk assessment, 23 
proportional hazards model, 3309 
reversible jump, 2361, 2579 
space-time models, 2569 
space-time variation, 2555 
spatial competing risk models, 2451 
spatial disease rates, 2321 
spatio-temporal interaction, 2015 
spatio-temporally misaligned data, 2265 
treatment comparison, 1115 
Markov models 
leukaemia-free survival, 3005 
rheumatoid vasculitis, 3433 
tumour response and survival, 837 
Markov process, AIDS incubation time uncertainty, 
175 
matched case-control data, direct modelling, 35 
matched dichotomous data, sequential analysis, 3449 
Mattis Dementia Rating Scale, 1651 
MAX test, unbalanced factorial design clinical trials, 
2079 
maximized log-likelihood 
covariance structure modelling, 1793 
generalized linear model predictive power, 177 
maximum likelihood estimation (MLE) 
acoustic rhinometry reproducibility, 1179 
Alzheimer’s disease, 1441 


approximate unconditional test of non-inferiority, 
2089 
bioequivalence, 2769 
censored biomarker measurements, 3171 
change point model, 1555 
community-based studies, 1469 
comparative calibration, (Letter) 1253 
delayed onset disorders birth prevalence, 743 
differential item functioning, 1651 
disease mapping, 2203, 2493, 2539 
Gaussian repeated measures, 1101 
generalized Rudas-Clogg-Lindsay index of fit, 
1881 
GLM goodness-of-fit, 1265 
interval estimation, 723 
longitudinal biomarkers, 617 
longitudinal data with truncated observations, 2975 
longitudinal studies with continuous outcomes, 
1339 
meta-analysis, 3251 
multilevel model framework, 3417 
multiple imperfect assessments, 99 
multiple treatment courses, 1011 
prognostic modelling, 1059 
proportional hazards model, 3309 
risk factor assessment, 1523 
screening tests verification bias, 1697 
spatial disease rates, 2321 
stratified samples, 681 
treatment comparison, 1115 
triple-goal estimates, 2295 
two-phase sampling, 1545 
vaccine efficacy estimation, 827 
maximum partial likelihood estimate (MPLE) 
prognostic factors sample size, 441 
maximum plasma concentration, bioequivalence 
2855 
mean integrated squared error (MISE), interval 
censored data, 2611 
mean score imputation, dementia subtypes incidence 
estimation, 1577 
mean squared difference, individual agreement, 255 
mean squared error 
generalized linear model predictive power, 1771 
longitudinal data with truncated observations, 2975 
small area disease risks, 2409 
mean switchability, individual bioequivalence, 2797 
mean-homoscedastic model, unbalanced longitudinal 
data, 1969 
measles, vaccine efficacy estimation, 827 
measurement error 
diagnostic markers effectiveness, 2115 
ROC curves, 61 
meiotic mapping techniques, 3337 
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meningiomas, GLM residuals analysis, 
menopause, genetic analysis, 1217 
meta-analysis, (Letter) 753 
baseline risk, 3497 
bias, 3325 
generalised synthesis of evidence, 3359 
heterogeneity, 1707 
journal trends, 3275 
multilevel model framework, 3417 
odds ratio conversion, 3127 
pooling risk measures, 1901 
prognostic models, 141 
significance, 1707 
treatment effect and risk, 3251 
Metropolis-Hastings algorithm, 281 
cluster modelling, 2361 
spatial competing risk models, 2451 
Michigan Alzheimer’s Disease Research Center, 
1531] 
microarray technology, 3337 
micromap plots, epidemiology, 2521 
Min test, unbalanced factorial design clinical trials, 
2079 
Mini Mental State Examination (MMSE), 1393 
1411, 1463, 1469 
Alzheimer’s disease, 1421, 1433, 1441, 1495 
changes modelling, 1607 
decline pattern modelling, 1593 
zlobal functioning measure, 1631 
longitudinal Alzheimer’s disease, 1617 
Minimum Data Set Activities of Daily Living, 1593 
minimum p-value approach, 113 
minimum risk weights, stratified binomial trials, 811 
misclassification adjustment, odds ratios estimation, 
1523 
missing data 
age at menopause genetic analysis, 1217 
Alzheimer’s disease, 1433 
conditional models, 801 
continuation ratio random effects model, 3377 
dementia incidence, 1545 
dementia subtypes incidence estimation, 1577 
differential item functioning, 1651 
fertility studies, 665 
Gaussian repeated measures, 1101 
head and neck cancer, 1237 
logistic regression analysis, 99 


meta-analysis bias, 3325 


multiple imputation, | 


non-parametric test of ordered alternatives, 1329 
screening tests verification bias, 1697 
two-phase surveys, 2101 

mixed effects linear models 


bioequivalence, 2821 


individual bioequivalence, 2797, 2885 
robust procedures, 975 
mixed effects models 
longitudinal Alzheimer’s disease, 1617 
longitudinal biomarkers, 617 
spatio-temporal mortality patterns, 2251 
mixed models 
age at menopause genetic analysis, 1217 
biomarker trajectories, 1303 
change point, 1555 
covariance structure modelling, 1793 
Gaussian repeated measures, 1101 
individual bioequivalence, 2721 
messy longitudinal data, 2657 
mixed-scaling aggregate strategy, individual 
bioequivalence, 2879 
mixture distribution modelling, patient-specific 
analysis, 83 
mixture models 
disease mapping, 2217 
missing covariate values, 1237 
model-based methods, disease mapping, 2203 
model-robust quantal regression (MRQR), 389 
modified profile likelihood, 323 
moment method, bioequivalence, 2741, 2821, 2867 
monotonic non-linear model, 2053 
Monte Carlo 
additive isotonic regression models, 849 
Bayesian accelerated failure time analysis, 22! 
bootstrap confidence intervals, 1141 
Cohen's kappa interval estimation, 72 
cost-effectiveness analysis, 2989 
diagnostic markers/repeated measurements 
comparison, 511 
dose-response data, 389 
effect size measures interpretabi' 1295 
fertility studies, 665 
generalized linear model predictive power, 17 
generalized population attributable fraction, 
interval censored data hazard function, 405 
joinpoint regression, 335 
kappa statistics equality testing, 373 
mixed effects models, 1617 
multiple comparisons, 353 
non-parametric test of ordered alternatives, 
population bioequivalence, 2755 
risk ratio confidence intervals, 2933 
risk ratio homogeneity, 2919 
ROC curves regional confidence bands, 493 
spatial disease clustering, 191 
total deviation index, 255 
treatment comparison, 1115 
unbalanced factorial design clinical trials, 2079 
Moran's /, Canadian Cancer Incidence Atlas, 2437 
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mortality data, HIV/AIDS epidemics reconstruction, 
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mortality ratios 
see also standardized mortality/morbidity ratios 
(SMRs) 
public health data analysis, 1081 
MORVITA trial, recurrent event data, 13 
moving average, profile similarity, 2855 
multi-centre data, treatment comparison, 1115 
multi-level logistic regression model, ciustet 
randomized trial, 2675 
multi-level models, 861 
meta-analysis, 3417 
multi-stage sampling, genetic epidemiology 
(Correction), 1251 
multi-state models 
intensive care unit patients, 3465 
leukaemia-free survival, 3005 
liver cirrhosis, 587 
treatment effectiveness, 837 
multi-state transitional models, unbalanced loss to 
follow-up, 71 
multinomial logistic regression (MLR) model, 
vaccine protection, 3065 
multinomial logit regression, loss to follow-up, 71 
multinomial models, multiple treatment courses, 101! 
multiple comparisons 
carcinogenesis study, 353 
sample size, 369 
multiple imperfect assessments, logistic regression 
analysis, 99 
multiple imputation 
interval censored data hazard function, 405 
two-sample test, | 
multiple linear regression 
Alzheimer’s disease cognitive change, 1421 


patient-specific analysis, 83 

multiple logistic regression, smoking and drinking 
interactions, 1685 

Multiple Risk Factor Intervention Trial, 2689 

multiple sclerosis, robust mixed linear model, 975 

multiple testing adjustment, spatial disease clustering 
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multiple treatment courses, evaluation, 1011 

multiple-objective designs, optimal treatment 
allocation, 639 

multiregion contact systems, STD epidemics, 2479 

multivariate analysis, 861 

multivariate analysis of variance, Gaussian repeated 
measures, 1101 


multivariate models, blood pressure tracking, 2625 


multivariate spatial models, event data, 2469 


muscle biopsy specimens, vasculitis in rheumatoid 
arthritis, 3433 
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continuous covariates modelling effect, 1831 
monotonic non-linear model, 2053 
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pair-matched case-control study, 923 


prognostic modelling, 1059 
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Alzheimer’s Disease Data Coordinating Center, 1453 
special care units, 1593, 1651 
neck cancer, anaemia effects, 1237 
negatively correlated binary responses, GEE analysis, 
115 
neoplasms, multivariate spatial models, 2469 
nephroblastoma, approximate unconditional test of 
non-inferiority, 2089 
nerve conduction velocity data, cubic smoothing 
spline models, 1191 
network algorithm, dose-response studies, 3037 
neural networks 
journal trends, 3275 
prognostic and diagnostic classification, 541 
prognostic models, 453 
neural tube defect, evidence-based medicine, 3291 
Newton-Raphson algorithm 
disease mapping, 2539 
ecological studies, 45 
prognostic and diagnostic classification, 541 
prostate, | 303 
spatial disease rates, 2321 
time trends in adaptive designs, 2067 
treatment comparison, 1115 
Neyman-Pearson theory, 767, 785 
non-compliance, randomized clinical trials treatment 
effects, 1849 
non-Hodgkin's lymphoma, prognostic survival 
models, 3401 
non-inferiority, approximate unconditional test, 2089 
non-linear mixed effects model, unbalanced 
longitudinal data, 1969 
non-linear models 
incidence prediction (Correction), 1251 
monotonic, 2053 
randomized clinical trials treatment effects, 1849 
non-linear parametric models, continuous covariates 
modelling effect, 1831 
non-parametric Bayesian approach, HIV infection 
risk, 2641 
non-parametric covariance methods, randomized 
clinical trials, 1039 
non-parametric curve-fitting, continuous covariates 
modelling effect, 1831 
non-parametric maximum likelihood estimator 
(NPMLE), | 
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disease mapping, 2539 
proportional hazards model, 3309 
space-time mixture modelling, 2333 
survival function, 261 1 
non-parametric maximum likelihood (NPML), 
triple-goal estimates, 2295 
non-parametric methods 
cost data analysis, 3219 
disease mapping, 2203 
non-parametric smoothing, disease mapping, 2217 
non-parametric test of ordered alternatives, incom- 
plete blocks, 1329 
non-proportional hazards 
interval censored data, 261 | 
multi-state model, 3465 
prognostic survival models, 3401 
non-randomized studies, journal trends, 3275 
non-sigmoid curves, monotonic non-linear model, 
2053 
non-Studentized pivotal method, bootstrap confi 
dence intervals, 1141 
nosocomial infections, multi-state model, 3465 
number needed to treat, 3275 
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observations, 2975 
occasion-to-occasion switchability, individual 
bioequivalence, 2797 
odds ratio 
effect size conversion, 3127 
meta-analysis, 1707 
misclassification adjustment, 1523 
r x k tables, 1901 
randomized clinical trials treatment effects, 1849 
optimal allocation ratio, 205 
optimal treatment allocation, comparative biomedical 
studies, 639 
oral candidiasis episodes, AIDS prognosis, 989 
ordered alternatives, non-parametric test, 1329 
ordered categorical data 
concordance, 3483 
directed vertex peeling, 2699 
ordered logistic regression, scoring systems, 575 
ordinal classification, scoring systems, 575 
ordinal logistic regression, messy longitudinal data, 
2657 
ordinal responses, continuation ratio random effects 
model, 3377 
ordinary least squares 
Alzheimer’s disease, 1441 


covariance structure modelling, 1793 


ordinary linear regression, GLM predictive power, 
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ordinary logistic regression, cluster randomized trial, 
2675 

otitis media with effusion, effect size measures inter 
pretability, 1295 

ovarian cancer, prognostic factors sample size, 441 

overparameterization, generalized linear model pre 
dictive power, 1771 


Page test, non-parametric test of ordered alternatives 
1329 
pain, concordance, 3483 
pair-matched case-control study, sample size, 923 
paired organs, diagnostic measurements, 525 
parametric empirical Bayes estimation, stratified 
samples, 68] 
parametric models, continuous covariates modelling 
effect, 1831 
parasuicide, cost data analysis, 3219 
partial likelihood, recurrent event data, 13 
partition structures, Bayesian methods, 2579 
patient-specific analysis, sequential haematological 
data, 83 
Pearson's chi-square Statistic 
age-specific reference intervals, 2943 
incidence prediction, 1741 
penalized log-likelihood, prognostic factors with cen 
sored data, 601 
penalized maximum likelihood 
prognostic modelling, 1059 
prognostic models, 141 
penalized quasi-likelihood (PQL) 
conditional autoregressive models, 2421 
disease mapping, 957 
multilevel model framework, 3417 
random effects models, 1265 
spatial disease rates, 2321 
percentile methods 
bootstrap, 1141, 2741 
cost data analysis, 3219 
permutation bands, age-specific reference intervals, 
2943 
permutation tests 
clinical trials, 1319 
cost data analysis, 3219 
joinpoint regression, 335 
marginal survival functions, 2963 
randomized clinical trials treatment effects, 1849 
Peto-Prentice statistic, 353 
pharmaceutical industry regulation, 3199 
pharmacovigilance, 3199 
Physical and Self Maintenance Scale (PSMS), 1401 
piecewise exponential models, intensive care unit 
patients, 3465 
Pillai-Bartlett trace test, 1101 
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placebo-challenging designs, clinical trials, 1029 
placebo-treatment comparison, 639 
play-the-winner-and-drop-the-loser algorithms, 1011 
plots, prognostic variable categorization, 113 
point data, disease mapping, 2203 
Poisson distribution, incidence prediction, 1741 
Poisson likelihood, seasonal SEIR models, 1207 
Poisson regression model 
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ecological studies, 45 
Poisson variation, joinpoint regression, 335 
Poisson-gamma model 

disease mapping, 2539 
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Poisson-log-Gaussian model, disease mapping, 2 


Poisson-normal mixed effects models, spatio 
temporal mortality patterns, 225] 
polychotomous logistic regression, biomarker 
trajectories, | 303 
polynomial models, Alzheimer’s disease, 1401 
polynomial parametric models, continuous covariates 
modelling effect, 1831 
polytomous item response theory, differential item 
functioning, 1651 
pool adjacent violators (PAV) algorithm, 849 
population attributable fraction, generalized, 937 
population bioequivalence, 2719, 2721, 2741, 2755 
2769, 2811, 2821, 2885 
post-operative pain, antedependence test, 1889 
posterior computations, accelerated failure time 
analysis, 221 
posterior predictive model checks, disease mapping, 
23 
power, 2089 
age-specific reference intervals, 2943 
censored biomarker measurements, 3171 
clustering, 1363 
contrast-based test, 913 
cubic smoothing spline, 1831 
dose-response studies, 3037 
individual bioequivalence, 274 
internal pilot studies, 901 
optimal treatment allocation, 639 
permutation tests, 2963 
population bioequivalence, 2755 
power-exponential curves, continuous covariates 
modelling effect, 1831 
power-exponential model, monotonic non-linear 
model, 2053 
PQL see penalized quasi-likelihood 
Practical Incidence Estimators macro, Alzheimer’ 
disease, 1495 
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models, 2569 
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malaria, 3325 
meta-analysis, 3417 
smoking risks, 239 
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Prentice, Williams and Peterson total time model 
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trial, 3389 
prevalence 
Alzheimer’s disease, 1481 
community-based studies, 1469 
prevalence-free utility-respecting summary indices, 
431 
prevalent cohort study, decline pattern modelling, 
1593 
preventive clinical trials, cancer, 1983 
primary biliary cirrhosis, continuous covariates 
modelling effect, 1831 
probability density function, multi-state model, 3465 
probability models, multiple treatment courses, 1011 
probability values, journal trends, 3275 
probit mixture models, fertility studies, 665 
profile likelihood, change point model, 1555 
profile similarity, bioequivalence, 2855 
profiles, 3345 
prognosis, 324 
AIDS, 989 
meaning, 425 
prognostic classification, 271 
artificial neural networks, 541 
prognostic factors 
censored data, 601 
sample size, 441 
prognostic index, logrank test covariate imbalance, 
1955 
prognostic models, 425 
logistic regression analysis, 141, 1059 
validation, 453 
prognostic survival models, 3401 
prognostic variable categorization, 113 
projection methods, disease mapping, 2203 
proportional hazards 
age at menopause genetic analysis, 1217 
Alzheimer’s disease, 1495 
cause-specific, 3065 
interval censored data, |, 2611 


prognostic factors with censored data, 601 
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with random effects, 3309 
randomized clinical trials, 1039 
treatment effects, 1849 
proportional reduction in deviance measure, 1265 
proportional reduction in entropy measure, 1265 
proportional reporting ratios, 3199 
proportional-odds regression, scoring systems, 575 
proportionality constant, Alzheimer’s disease, 1481 
prospective alpha allocation scheme (PAAS), 763, 
767, 781, 785, 795 
prostate cancer 
cumulative cause-specific mortality, 1729 
inference on a collapsed margin, 2243 
latent class mixed model, 1303 
longitudinal biomarkers, 617 
multiple treatment courses, 1011 
pseudo-likelihood estimation, risk factor assessment, 
1523 
pseudo-maximum likelihood 
community-based studies, 1469 
two-phase sampling, 1545 
public health data 
space-time mixture modelling, 2333 
standardized mortality ratios, 1081 


Q-tests, age-specific reference intervals, 2943 
quality control measure, longitudinal studies, 1339 
quality of life 
messy longitudinal data, 2657 
random effect selection model, 3237 
quantile regression, age-specific reference intervals, 
2943 
quantitative diagnostic test, bootstrap confidence 
intervals, 313 
quasi-likelihood, Gaussian repeated measures, 1101 
quasi-Newton algorithm, seasonal SEIR models, 
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R°, effect size measures interpretability, 1295 


random coefficients, 861 

random effects, 861 
Alzheimer’s disease, 1401, 1421 
blood pressure tracking, 2625 


cluster summary statistics, cluster randomized trial, 


2675 
community-based studies, 1469 
continuation ratio, 3377 
covariance structure modelling, 1793 
decline pattern modelling, 1593 
generalized linear models goodness-of-fit, 1265 
longitudinal Alzheimer’s disease, 1617 
meta-analysis, 1707, 3359 
proportional hazards model, 3309 
rheumatoid vasculitis, 3433 


selection model, quality of life, 3237 
space-time mixture modelling, 2333 
treatment comparison, 1115 
random growth curve models, 861 
randomized controlled trials, journal trends, 3275 
randomized trials 
cost data analysis, 3219 
logrank test covariate imbalance, 1955 
longitudinal data, 2657 
multi-level model, 2675 
non-compliance, 2689 
non-parametric covariance methods, 1039 
permutation tests, 1319 
practical issues, 3389 
treatment effects, 1849 
rank-transferrable pattern of agreement (RTPA), 
3483 
Rao’s F approximation, Gaussian repeated measures, 
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Rasch model, matched case-control data, 35 
rate of change, Alzheimer’s disease, 1441 
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index of fit, 1881 
ratings using different scales, concordance, 3483 
ratio estimation, angular transformation, 2989 
realistic-age-structured (RAS) models, 1207 
realized probability of dying (RPD), 1729 
receiver operating characteristic (ROC) curves, 431 
see also area under ROC curve 
diagnostic markers effectiveness, 2115 
diagnostic markers/repeated measurements 
comparison, 511 
diagnostic tests comparison, 649 
longitudinal biomarkers, 617 
random measurement error, 61 
regional confidence bands, 493 
screening tests verification bias, 1697 
reciprocals of variances of stratum-specific 
differences (INVAR), 811 
rectal cancer, sequential analysis, 3449 
recurrent event data, survival analysis, 13 
recursive partitioning 
stability, 475 
survival data, 601 
reference-scaled method, bioequivalence, 2821, 
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regenerative semi-Markov process, cancer 
prevention trials design, 1983 
regression models 
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ecological studies, 45 
regression trees, prognostic models, 453 
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relative risk 
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relevance weighted likelihood (REWL), time trends 
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reliability 
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incidence prediction, 1741 
reliability theory, generalized treatment effects, 887 
REMI 
Renyi-type statistics, marginal survival functions, 
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see restricted maximum likelihood 
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repeated measures 
Alzheimer’s disease, 1421 
analysis of variance, post-operative pain, 1889 
covariance structure modelling, 1793 
diagnostic markers comparison, 51 | 
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missing data, 1101 
summary statistics, (Letter) 3133 
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acoustic rhinometry, 1179 
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residuals analysis, generalized linear models, 1277 
respiratory tract infection, meta-analysis, 3417 
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right censored data 
local likelihood estimation, 405 
multiple comparisons, 353 
risk 
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attributable risk, 1089 
baseline risk, 2689, 3497 
competing risks failure time methods, 3065 
cumulative, 1865 
lifetime risk, 1495 
log relative risk, 3309, 3359 
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minimum risk weights, 811 
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multi-state model, 3465 
relative risk, 45, 2203, 2493 
risk assessment, 2345 
risk difference 
meta-analysis, 1707 
non-compliance and sample size, 2689 
r x k tables, 190] 
risk factors 
assessment, odds ratios estimation, 1523 
log-linear models, 1931 
pair-matched case-control study, 923 
risk intervals, Cox-based recurrent event model, 13 
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risk ratio 
confidence intervals, 2933 
homogeneity, 2919 
r x k tables, 1901 
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